) . S  u  c  h  a  r  e  p  r  e  s  e  n  t  a  t  i  v  e  s  p  e  c  i  e  s  i  s  t  h  e  c  o  m  m  o  n  p  h  e  a  s  a  n  t   P  h  a  s  i  a  n  u  s  c  o  l  c  h  i  c  u  s   ,  w  h  i  c  h  h  a  s  a  w  i  d  e   d  i  s  t  r  i  b  u  t  i  o  n  t  h  r  o  u  g  h  o  u  t  t  h  e  s  o  u  t  h  e  r  n  p  a  r  t  o  f  t  h  e  e  a  s  t  e  r  n  P  a  l  e  a  r  c  t  i  c  ,  o  c  c  u  r  r  i  n  g  a  c  r  o  s  s  d  i  f  f  e  r  e  n  t  b  i  o  m  e A  p  h  y  l  o  g  e  o  g  r  a  p  h  i  c  f  r  a  m  e  w  o  r  k  b  a  s  e  d  o  n  m  u  l  t  i  l  o  c  u  s  g  e  n  e  t  i  c  d  a  t  a  o  f  t  h  e  c  o  m  m  o  n  p  h  e  a  s  a  n  t  e  n  a  b  l  e  d  u  s   t  o  t  e  s  t  f  o  r  r  e  g  i  o  n  a  l  l  y  v  a  r  y  i  n  g  d  r  i  v  e  r  s  o  f  d  i  v  e  r  s  i  f  i  c  a  t  i  o  n  i  n  t  h  i  s  w  i  d  e  s  p  r  e  a  d  e  c  o  l  o  g  i  c  a  l  g  e  n  e  r  a  l  i  s  t  .  L  i  n  e  a  g  e   420   d  i  v  e  r  s  i  f  i  c  a  t  i  o  n  a  n  d  p  o  p  u  l  a  t  i  o  n  h  i  s  t  o  r  i  e  s  i  n  t  h  e  e  i  g  h  t  d  i  s  t  i  n  c  t  e  v  o  l  u  t  i  o  n  a  r  y  l  i  n  e  a  g  e  s  w  e  r  e  s  h  a  p  e  d  b  y   r  e  g  i  o  n  a  l  l  y  v  a  r  y  i  n  g  e  f  f  e  c  t  s  o  f  p  a  s  t  c  l  i  m  a  t  e  a  n  d  a  s  s  o  c  i  a  t  e  d  e  n  v  i  r  o  n  m  e  n  t  a  l  c  h  a  n  g  e  i  n  c  o  m  b  i  n  a  t  i  o  n  w  i  t 
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Figure 6
Posterior probability distribution of population migration between parapatric populations of the evolutionary lineages of the common pheasant as estimated with IMa2 based on two mtDNA markers and seven nuclear introns. Values indicate the highest values of the posterior distribution and the 95% highest posterior density interval. Asterisks represent different levels of significant differences of migration parameters from zero ( p < 0.001 (***), p < 0.01 (**) and p < 0.05 (*)).
